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<160> 59 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 12 

<212> DNA 

<213> S. cerevisae 

<400> 1 
atcgcacgtg at 

<210> 2 

<211> 12 

<212> DNA 

<213> S. paradoxus 

<400> 2 
atttcacatg at 

<210> 3 

<211> 12 

<212> DNA 

<213> S. mikatae 

<400> 3 
atactacgtg ac 

<210> 4 

<211> 12 

<212> DNA 

<213> S . bay anus 

<400> 4 
cttgcacgtg cc 

<210> 5 
<211> 10 
<212> DNA 



12 



12 



12 



12 
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<213> Artificial Sequence 



<220> 

<223> Recognition sequence for YDR026C 



<400> 5 
tttacccggm 



10 



<210> 6 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Unlabeled competitor for Cin5 binding 
<400> 6 

gcgacattac ctaagggc 18 

<210> 7 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Unlabeled competitor for Cin5 binding 



<210> 8 
<211> 13 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Abfl 

<221> misc_feature 
<222> 7, 8, 9, 10 
<223> n = A, T, C or G 

<400> 8 

rtcaytnnnn acg 13 

<210> 9 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Abfl 

<221> misc_feature 
<222> 7, 8, 9, 10 
<223> n = A,T,C or G 



<400> 7 

gcgacattac taaagggc 



18 



<400> 9 

rtcaytnnnn acgw 



14 



<210> 10 
<211> 14 



,* « 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Abf2 
<400> 10 

aaagtgcacc catt 14 

<210> 11 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Azfl 
<400> 11 

ywttkckkty yckgykky 18 

<210> 12 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Cadi 
<400> 12 

mttastmakc 10 

<210> 13 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Dal81 
<400> 13 

aaaagccgcg ggcgggatt 19 

<210> 14 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Gal4 
<221> misc_feature 

<222> 4, 5, 6, 7, 8, 9, 10, 11, 12, 13, 14 
<223> n = A, T, C or G 

<400> 14 

cggnnnnnnn nnnnccg 17 

<210> 15 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Known binding site for Gal4 
<221> misc_f eature 

<222> 4, 5, 6, 7, 8, 9, 10, 11, 12, 13, 14 
<223> n = A, T, C or G 

<400> 15 

cggnnnnnnn nnnnccg 

<210> 16 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Gal80 
<221> misc__f eature 

<222> 4, 5, 6, 7, 8, 9, 10, 11, 12, 13, 14 
<223> n = A, T, C or G 

<400> 16 

cggnnnnnnn nnnnccg 

<210> 17 
<211> 11 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Known binding site for Gln3 

<400> 17 
gataagataa g 

<210> 18 
<211> 11 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Hapl 

<221> misc_f eature 

<222> 3, 4, 8 

<223> n = A, T, C or G 

<400> 18 
ggnnatancg s 

<210> 19 
<211> 13 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Hap4 

<221> misc_f eature 
<222> 3, 4, 10, 12 
<223> n = A, T, C or G 
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<400> 19 

ycnnccaatn anm 13 

<210> 20 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Hacl 
<400> 20 

kgmcagcgtg tc 12 

<210> 21 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Hapl 

<221> misc_f eature 
<222> 4, 5, 6, 9 
<223> n - A, T, C or G 

<400> 21 

cggnnntanc gg 12 

<210> 22 
<211> 13 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Hsfl 

<221> misc_f eature 
<222> 5, 6, 7, 8, 9, 10 
<223> n = A, T, C or G 

<400> 22 

ttcynnnnnn ttc 13 

<210> 23 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Hsfl 

<221> misc_f eature 

<222> 9, 10 

<223> n = A, T, C or G 

<400> 23 

ttctagaann ttct 14 

<210> 24 
<211> 11 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Imel 

<221> misc_f eature 
<222> 8 

<223> n = A, T, C or G 
<400> 24 

aakgaaankw a 11 

<210> 25 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Ino2 
<400> 25 

atttcacatc 10 

<210> 26 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Ino4 
<400> 26 

catgtgaaat 10 

<210> 27 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Leu3 

<400> 27 

ccggtaccgg 10 

<210> 28 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Leu3 
<400> 28 

ygccggtacc ggyk 14 

<210> 29 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 



2N 
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<223> Discovered binding site for 

<221> misc_f eature 

<222> 3, 7, 8 

<223> n = A, T, C or G 

<400> 29 
ccnratnngg 

<210> 30 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Mcml 

<221> misc_feature 

<222> 10, 11 

<223> n = A, T, C or G 

<400> 30 

wttccyaawn nggtaa 

<210> 31 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for 
<400> 31 

rmmawstgks gygsc 

<210> 32 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for 

<221> misc_f eature 

<222> 3, 7, 8 

<223> n = A, T, C or G 

<400> 32 
ccnrawnngg 

<210> 33 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for 

<400> 33 
ccgccgrawr 



Mcml 

10 



16 

Met4 

15 

Nddl 

10 

Pdrl 

10 



<210> 34 



* • 
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<211> 11 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Pho2 
<400> 34 

sgtgcgsygy g 11 

<210> 35 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Put3 
<221> misc_f eature 

<222> 4, 5, 6, 7, 8, 9, 10, 11, 12, 13 
<223> n = A, T, C or G 

<400> 35 

cggnnnnnnn nnnccg 16 

<210> 36 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Rapl 
<400> 36 

wrmacccata cayy 14 

<210> 37 
<211> 13 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Rcsl 
<400> 37 

aamtgggtgc akt 13 

<210> 38 
<211> 13 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Rfxl 
<400> 38 

ttgccatggc aac 13 

<210> 39 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Discovered binding site for Rlrl 

<221> misc_f eature 
<222> 7, 8 

<223> n = A, T, C or G 
<400> 39 

attttcnncw tt 12 



<210> 40 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Rlml 

<400> 40 
ctawwwwtag 

<210> 41 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Rphl 

<400> 41 
ccccttaagg 

<210> 42 
<211> 10 
<212> DNA 

<213> Artificial Sequence 



10 



10 



<220> 

<223> Discovered binding site for Sfpl 
<400> 42 

ayccrtacay 10 

<210> 43 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Sigl 
<400> 43 

argmawcram aa 12 

<210> 44 
<211> 13 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Sip4 



WIBL-PWO-035 



10/13 



<221> misc_f eature 
<222> 4, 6 

<223> n = A, T, C or G 



<400> 44 
cggnynaatg grr 



13 



<210> 45 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Sip4 
<400> 45 

ycggayrraw gg 12 

<210> 46 
<211> 13 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Skn7 



<210> 47 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Smpl 

<400> 47 

actactawww wtag 14 

<210> 48 
<211> 11 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Snt2 



<210> 49 
<211> 11 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Spt2 



<400> 46 
atttggcygg sec 



13 



<400> 48 
yggegctaye a 



11 



<400> 49 
ymtgtmtyta w 



11 
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<210> 50 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for 

<221> misc_f eature 
<222> 4 

<223> n = A, T, C or G 

<400> 50 
cggnsttata 

<210> 51 
<211> 13 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Stpl 

<221> misc_feature 

<222> 6, 7, 8 

<223> n = A, T, C or G 

<400> 51 
rcggcnnnrc ggc 

<210> 52 
<211> 11 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for 

<400> 52 
gygwcaswaa w 

<210> 53 
<211> 13 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Suml 

<400> 53 
agygwcacaa aak 

<210> 54 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for 

<221> misc_f eature 
<222> 7, 8 



11/13 
Stb5 

10 



13 

Suml 

11 



13 

Sutl 
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<223> n = A,T,C or G 



<400> 54 
gcsgsgnnsg 



10 



<210> 55 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Thi2 

<221> misc_feature 
<222> 7 

<223> n = A,T,C or G 
<400> 55 

gmaacyntwa ga 12 

<210> 56 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Known binding site for Uga3 

<221> misc_f eature 
<222> 4, 5, 6, 7 
<223> n = A, T, C or G 



<210> 57 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Discovered binding site for Ume6 

<400> 57 

tagccgccsa 10 

<210> 58 
<211> 9 
<212> DNA 

<213> Artificial Sequence 



<400> 56 
ccgnnnncgg 



10 



<220> 



<223> Discovered binding site for Yapl 



<400> 58 
ttagtmagc 



9 



<210> 59 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Discovered binding site for Zapl 
<400> 59 

accctmaagg tyrt 14 



